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Multiple Sequence Alignment
The MSA analysis results of 11 proteins.

Fig. (S1). MSA result of outer capsid VP4.
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Fig. (S2). MSA result of outer capsid VP7.
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Fig. (S3). MSA result of RNA-directed RNA polymerase.
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Fig. (S4). MSA result of non-structural protein 1.
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Fig. (S5). MSA result of non-structural protein 2.
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Fig. (S6). MSA result of non-structural protein 3.
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Fig. (S7). MSA result of non-structural protein 5.
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Fig. (S8). MSA result of non-structural glycoprotein 4.
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Fig. (S9). MSA result of protein 3.
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Fig. (S10). MSA result of outer capsid VP2.
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Fig. (S11). MSA result of intermediate capsid protein VP6.
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Fig. (S12). Thermal stability analysis of de novo protein sequences.

Fig. (S13). Thermal stability analysis of de novo protein sequences.
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